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Figure S1. Participant-level clinical data
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Figure S1. Viral kinetics of rebound after ATI in A5340 are shown for each participant, with the highest measure

indicating peak viral load prior to suppression upon re-initiation of ART. The number of years on suppressive ART prior

to A5340 trial entry for each participant is shown in inset.



Fig S2. Between marker associations
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Figure S1. Spearman correlations between total DNA, caRNA and replication competent virus. Pairwise
correlations between total HIV-1 DNA, caRNA, and frequency of cells bearing replication competent virus (IUPM) are
shown pre-ATI (A), post-ATI (B), and for the log10 change over ATI (C). There is some evidence suggesting the
correlation between HIV-1 total DNA and IUPM pre-ATI (Spearman correlation 0.68, P=0.06), post-ATI (Spearman

correlation 0.83, P=0.01), and in change between timepoints (Spearman correlation 0.79, P=0.02).



Fig S3. Single copy assay
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Figure S2. Single copy assay. Single copy assay was performed to detect low-level viremia in plasma collected during
suppressive ART before and after the trial. With a limit of detection of <0.5 copies/ml, 3 participants remained
undetectable before and after ATI, 3 participants were above detectable at both timepoints, 1 participant went from just
above detection (0.53 c¢/ml) to undetectable, while the remaining 2 went from undetectable to 2.14 and 2.19 copies/ml,

respectively.



Fig S4. Comparison of pairwise Levenshtein Distances.
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Figure S5. Comparisons of pairwise Levenshtein Distances between virus populations. For each participant, pairwise
Levenshtein edit distance between nucleotide sequences sets are shown. Rebound sequences are labeled R, QVOA
sequences are labeled Q, Proviral DNA sequences are labeled C, and pre-ART sequences are labeled PC. In the box on the
left, comparisons between viruses from each timepoint are shown (i.e., Q1 is pre-ATI QVOA sequences and Q2 is post-
ATI QVOA sequences). In the box on the left, sequences from the pre- and post-ATI samples are combined. Statistical

significance by PERMANOVA after Bonferroni correction for multiple comparisons is indicated by the heat map.
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